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Services for Swedish Life Science Research
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Making the data underlying your research publicly available to others is 
a fundamental part of a FAIR research process. When publicly available 
and appropriately described, data can be re-used by yourself as well as 
others. Domain-specific public repositories offer the most direct routes 
to making your data FAIR. This workshop will give you the why, where 
and how of data sharing via repository submission, including hands-on 
exercise. No prior knowledge is required in order to attend this 
workshop.

Learning outcomes:
• Know the benefits of data sharing
• Know how to find a suitable repository for different types of data
• Have experience of a repository submission
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Connected data resources



Data and metadata in context (I)
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“Protocol” & “project plan” icons by Justin Blake, and “infrastructure” icon by Eko Purnomo, from thenounproject.com



Data and metadata in context (II)
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Data repository conventions example

https://www.ebi.ac.uk/ena/browser/view/ERC000033 https://ena-docs.readthedocs.io/en/latest/submit/fileprep/reads.html



Single-cell RNA sequencing example

Söderhäll, I., Fasterius, E., Ekblom, C., & Söderhäll, K. (2022). Characterization of hemocytes and 
hematopoietic cells of a freshwater crayfish based on single-cell transcriptome analysis. In iScience 

Vol. 25, Issue 8, p. 104850. Elsevier. https://doi.org/10.1016/j.isci.2022.104850 
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“Protocol” icon by Justin Blake from thenounproject.com
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Sample information as (meta)data

Organism Pacifastacus leniusculus
Genotype wild type genotype
Geographical location Sweden, Lake Erken
Growth condition laboratory aquarium since Sep 2020
Sampling date 020-11-06
Developmental stage adult
Body weight 35
Sex male
Organism part hematopoietic system
Cell type hemocyte

Population

Individual

Specimen
Sample

ENA Checklist: ERC00001 – ENA default sample checklist



● Obtain freshwater crayfish 
(adult males) from lake Erken, 
Sweden (59.8 N 18.6 E)

● Maintain in the crayfish facility in 
running tap water,10-12°C, 
12:12 light:dark cycle…

● Feed once a week

Sample collection protocols
Map data © Google.    Crayfish derived from Illustration in Söderhäll et al. (2022). 

Map data © Google



● Dissect and digest into single 
cells by incubation in 300 μl of 
0.1% collagenase … at room 
temperature for 20 min on a 
rotating plate … then filtered 
through a 40 mm cell strainer

● Pool isolated cells from four 
animals for scRNA-seq

Nucleic acid extraction protocol
Protocol illustration derived from Illustration in Söderhäll et al. (2022). 



● Prepare sequencing libraries using 
Chromium Single Cell 3’ reagent kit v3 
(cat# 1000075/1000073/120262, 10xGenomics)

● According to the manufacturer’s 
protocol 

CG000183 
Single Cell 3’ Reagent Kit 
User Guide, v3 chemistry, 
10xGenomics

Library construction protocol
Protocol illustration derived from Illustration in Söderhäll et al. (2022). 



● 28+8+0+91 bp read length
● NovaSeq 6000 system
● SP flowcell
● v1 sequencing chemistry
● Include a sequencing library for the phage 

PhiX as 1% spike-in in the sequencing run

Sequencing protocol



Files Delivered from Sequencing



Connected data resources
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Services for Swedish Life Science Research

https://www.nbis.se/services/guidance-on-data-management
https://data-guidelines.scilifelab.se/data-life-cycle/share/


Services for Swedish Life Science Research

https://www.nbis.se/services/data-sharing

